Supplementary material Stroke Vasc Neurol

780 790 200 £10 820 /\ £30
" 1 L L L L M N N /l " M L M l M " N L 1 M /\ 1 L M L N 1 " M . " 1 M L M L 1 N N M L 1 L M L M 1

| - o o X
C6E6ECCTCCAGECCTITGARAAMACCHRACTCE G G\GITC'IGGATGCIG&GGIC’RRGGCICTC

CGGCCICCAGGCCIGAACCACCG-G?TICTGGAIGCTGAGGTC[E‘GGC'

bl

=
(2]

CA:G;:G-MCMC-MTesquCu;.q»:Ganquque?eeG;EA&;A-;ACHCA&M:CA:Cq:Gq:&qu G40 T2s Tas Cas Tas Ga7Gas Ras Tas GagCan Te0 Gao Reo G40 Gao T4z Cq1 RaJhse1 Ga2Ga2Ca2Te4 Caa T4z Caz

Figure S1 A common SNP (rs199685642) with a homozygous alternative-allele
genotype (AA) was found in the panel and Sanger sequencing at one locus (PKD1
€.1138C>T, p.R380C).

a: chrl6-2167855, PKD1 ¢.1138C>T, p.R380C

b: SNP (rs199685642) was identified as a homozygous mutation by NGS and Sanger
sequencing. The black curve under the green peak was regarded as noise.
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